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Amendments to the Claims 
The current status of the claims is as follows; 

Claims (Canceled) 

486. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for detecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of said one or more target 
species, wherein said means distinguishes said variable region from nucleic acid of at least one 
non-target species, wherein said variable region is present in an rRNA sequence, or aDNA sequence 
encoding for said rRNA sequence, in a location corresponding to a target region consisting of or 
contained within: ^ek^tcd from th e grou p consisting, of: 
bases 65-108 of E. coli 5S rRNA or the encoding DNA; 
bases 60-105 of £. coli 16S rRNA or the encoding DNA; 
bases 120-150 of E. coli 16S rRNA or the encoding DNA; 
bases 170-230 of E. coli 16S rRNA or the encoding DNA; 
bases 405-490 of E. coli 16S rRNA or the encoding DNA; 
bases 600-675 of E. coli 16S rRNA or the encoding DNA; 
bases 705-735 of £. coli 16S rRNA Or the encoding DNA; 
bases 820-870 of £ coli 16$ rRNA or the encoding DNA; 
bases 975-1060 of K coli 16S rRNA or the encoding DNA; 
bases 1125-1 155 of R coli 16S rRNA or the encoding DNA; 
bases 1250-1290 of E. coli 16S rRNA or the encoding DNA; 
bases 270-405 of E. coli 23S rRNA or the encoding DNA; 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E. coli23S rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 
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bases 17 10-1750 of E. coli 23S rRN A or the encoding DNA; and fir 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA, 

provided that if said one or more target species include at least one species of 
Mycoplasma then said target region is in a location corresponding to bases 65-108 of E. coli 5S 
rRNA or the encoding DN At or bases 190-230, 450-490, 820-860 or 1255-I290of £. coli 16S rRNA 
or the encoding DNA, and 

provided that if said target region is in a location corresponding to bases 1255-1290 
of E. coli 16S rRNA; or the encoding DNA, then said one or more target species is Mycoplasma 
pneumoniae and said at least one non-target species includes ^Mycoplasma senitali urn species other 
than Mycoplasma pneumoniae ; and 

b) determining whether said means has detected the presence of said variable 
region as an indication that at least one member of said one or more target species is present in said 
sample. 

487. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with an oligonucleotide probe which distinguishes 
between nucleic acid of said one or more target species from nucleic acid of at least one non-target 
species, wherein a duplex formed between said oligonucleotide probe and a variable region present 
in nucleic acid of said one or more target species has a higher Tm than a duplex formed between said 
oligonucleotide probe and said variable region present in nucleic acid of said at least one non-target 
species, wherein said variable region is present in an rRNA sequence, or a DNA sequence encoding 
for said rRNA sequence, in a location corresponding to a target region consisting of or contained 
within: s e lected from the gr o u^ consisting of: 
bases 65-108 oiE, coli 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 120-150 of E. coli 16S rRNA or the encoding DNA; 
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bases 170-230 of E. coli 16S rRNA or the encoding DNA; 
bases 405-490 of E. coli 1<5S rRNA or the encoding DNA; 
bases 600-675 of E. coli 16S rRNA or the encoding DNA; 
bases 705-735 of £ coli 16S rRNA or the encoding DNA; 
bases 820-870 of E. coli 16S rRNA or the encoding DNA; 
bases 975-1060 of £. coli 16S rRNA or the encoding DNA; 
bases 1 125-1 155 of E. coli 16S rRNA or the encoding DNA; 
bases 1250-1290 of £ coli 16S rRNA or the encoding DNA; 
bases 270-405 of £ coli 23S rRNA or the encoding DNA; 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 1 1 50-1200 of R coli 23$ rRNA or the encoding DNA; 
bases 1440-1600 of R coli 23S rRNA or the encoding DNA; 
bases 1710-1750 of E. coli 23S rRNA or the encoding DNA; and or 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA, 

provided that if said one or more target species include at least one species of 
Mycoplasma, then said target region is in a location corresponding to bases 65-108 of E. coli 5S 
rRNA or the encoding DNAt or bases 190-230,450-490, 820-860 or 1255-1290 of E. coli 16S rRNA 
or the encoding DNA, and 

provided that if said target region is in a location corresponding to bases 1255-1290 
of E. coli 16S rRNA; or the encoding DNA, then said one or more target species is Mycoplasma 
pneumoniae and said at least one non-target species includes a Mycoplasma eenitalium species other 
than Mycoplasma pneumonias ', and 

b) determining whether a nucleic acid complex comprising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucleotide probe does 
not form a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions. 

Page 4 of 33 



PAGE 5/41 * RCVD AT 9/1/2005 1 1:03: 17 PM [Eastern Daylight Time] * SVR:USPTO€FXRF-6/24 * DNIS:2738300 * CSID:+18584108928 < DURATION (mm-ss):1042 



SEP-01-2005 07:51PM FRQWhGen-Proba Incorporated - Patent Dept. +1 858 410 8928 T-721 P. 006/041 F-004 



AMENDMENT Serial No. 08/454,529 

Atty. Docket No. GP004-16.DV4 

488. (Currently Amended) A method for determining whether one or more 
non- viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridization assay means for detecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of said one or more target 
species, wherein said means distinguishes said variable region from nucleic acid of at least one 
non-target species belonging to the same genus as said one or more target species, wherein said 
variable region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA 
sequence, in a location corresponding to a target region consisting; of or contained within: selected 
fioui the g^ ' oup c o nsisting of f 

bases 65-108 of E coli 5S rRNA or the encoding DNA; 

bases 60-105 of E coli 16S rRNA or the encoding DNA; 

bases 120-150 of E coli 16S rRNA or the encoding DNA; 

bases 170-230 of E coli 16S rRNA or the encoding DNA; 

bases 405-490 of E coli 16S rRNA or the encoding DNA; 

bases G00»075 600-670 of E coli 16S rRNA or the encoding DNA; 

bases 705-735 of E coli 16S rRNA or the encoding DNA; 

bases 820-870 of E coli 16S rRNA or the encoding DNA; 

bases 9 75-1060 980-1050 of E coli 16S rRNA or the encoding DNA; 

bases 1125-1155 of E coli 16S rRNA or the encoding DNA; 

bases 1250-1290 of E coli 16S rRNA or the encoding DNA; 

bases 270-405 of £. coli 23S rRNA or the encoding DNA; 

bases 535-575 of E coli 23S rRNA or the encoding DNA; 

bases 1 150-1200 of E coli 23S rRNA or the encoding DNA; 

bases 1440-1600 of E coli 23S rRNA or the encoding DNA; 

bases 1710-1750 of E coli 23S rRNA or the encoding DNA; txttd or 

bases 2190-2330 of E coli 23S rRNA or the encoding DNA, 



Page 5 of 33 



PAGE 6/41 ' RCVD AT 9/1/2005 1 1 :03:17 PM [Eastern Daylight Time] ' SVR:USPTO-EFXRF-6/24 * DNIS:2738300 ' CSID:+1858410892S * DURATION (mm<s):1042 



SEP-01-2005 07:51PM FROWNS en-Probe Incorporated - Patent Dept. +1 858 410 8928 T-7Z1 P. 007/041 F-004 

AMENDMENT Serial No. 08/454,529 

Arty, Docket No. GP004-16.DV4 

provided that if said target region is in a location corresponding to bases 1255-1290 
of E, coli 16S rRNA; or the encoding DNA, them said one or more target species is Mycoplasma 
pneumoniae; and 

b) determining whether said means has detected the presence of said variable 
region as an indication that at least one member of said one or more target species is present in said 
sample. 

489. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with an oligonucleotide probe which distinguishes 
between nucleic acid of said one or more target species from nucleic acid of at least one non-target 
species belonging to the same genus as said one or more target species, wherein a duplex formed 
between said oligonucleotide probe and a variable region present in nucleic acid of said one or more 
target species has a higher Tm than a duplex formed between said oligonucleotide probe and said 
variable region present in nucleic acid of said at least one non-target species, wherein said variable 
region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA sequence, in 
a location corresponding to a target region consisting of or contained within: sclcued Horn Ac group 
c o nsoling of : 

bases 65-108 of K coli 5S rRNA or the encoding DNA; 

bases 60-105 of E. coli 16S rRNA or the encoding DNA; 

bases 120-150 of E. coli 16S rRNA or the encoding DNA; 

bases 170-230 of E. coli 16S rRNA or the encoding DNA; 

bases 4O5-490 of E. coli 16S rRNA or the encoding DNA; 

bases 600-675 600-67_Q of E. coli 16S rRNA or the encoding DNA; 

bases 705-735 of £ coli 16S rRNA or the encoding DNA; 

bases 820-870 of E coli 16S rRNA or the encoding DNA; 

bases 9 75-1060 980-1050 of E. coli 16S rRNA or the encoding DNA; 

Page 6 of 33 



PAGE Ml * RCVD AT 9/1/2005 11:03:17 PM [Eastern Daylight Time] * SVR:USPTO-EFXRF-6/24 * DNIS:2738300 * CSID:+18584108928 * DURATION (mm-ss):1042 



SEP-01-2005 07:51PM FRGM-Gen-Probe Incorporated - Patent Dept. +1 858 410 8928 T-721 P. 008/041 F-004 

AMENDMEOT Serial No - 08/454,529 

Atty- Docket No. GP004-16DV4 

bases 1125-1 155 of E. coli 16S rRNA or the encoding DNA; 
bases 1250-1290 of & coli 16S rRNA or the encoding DNA; 
bases 270^M)5 of E coli 23S rRNA or the encoding DNA; 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 1 150-1 200 of E. coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 
bases 1710-1750 of & coli 23S rRNA or the encoding DNA; and or 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA, 

provided that if said target region is in a location corresponding to bases 1255-1290 
of E. coli 16S rRNA; or the encoding DNA, then said one or more target species i$ Mycoplasma 
pneumoniae; and 

b) determining whether a nucleic acid complex comprising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucleotide probe does 
not form a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions* 

490. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising the steps of: 

a) contacting said sample with hybridation assay means for detecting the 
presence of a nucleic acid variable region characteristic of nucleic acid of two or more non-viral 
target species belonging to a first genus, at least one of which is said one or more target species, 
wherein said means distinguishes said variable region from nucleic acid of at least one non-target 
species belonging to a second genus which is different from said first genus, wherein said variable 
region is present in an rRNA sequence, or a DNA sequence encoding for said rRNA sequence, in 
a location corresponding to a target region consistingof or contained within: selected from the grou p 
consisting o f: 
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bases 65-108 of E. coli 5S rRNA or the encoding DNA; 

bases 60-105 of & coli 16S rRNA or the encoding DNA; 

bases 120-150 of E. coli 16S rRNA or the encoding DNA; 

bases 170-230 of £. coli 16S rRNA or the encoding DNA; 

bases 405-490 of £. coli 16S rRNA or the encoding DNA; 

bases 600-675 of £. coli 16S rRNA or the encoding DNA; 

bases 705-735 of E. coli 16S rRNA or the encoding DNA; 

bases 820-870 of E, coli 16S rRNA or the encoding DNA; 

bases 975-1060 of E coli 16S rRNA or the encoding DNA; 

bases 1125-1155 of £ coli 16S rRNA or the encoding DNA; 

bases 270-405 of E. coli 23S rRNA or the encoding DNA; 

bases 535-575 of E coli 23S rRNA or the encoding DNA; 

bases 1 150-1200 of E coli 23S rRNA or the encoding DNA; 

bases - M40-1 6 00 1440-1620 of K coli 23S rRNA or the encoding DNA; 

bases 1710-1750 of E coli 23S rRNA or the encoding DNA; and or 

bases 2190-2330 of E coli 23S rRNA or the encoding DNA* 

provided that if said target region is in a location corresponding to bases 975-1060 
of E coli 16S rRNA; or the encoding DNA, then said first genus is either Campylobacter, 
Legionella, or Mycobacterium; and 

b) determining whether said means has detected the presence of said variable 
region as an indication that at least one member of said one or more target species is present in said 
sample. 

491. (Currently Amended) A method for determining whether one or more 
non-viral target species may be present in a sample, said method comprising die steps of: 

a) contacting said sample with an oligonucleotide probe able to distinguish 
nucleic acid of two or more non- viral target species belonging to a first genus, at least one of which 
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is said one or more target species, from nucleic acid of at least one non-viral non-target species 

belonging to a second genus, wherein a duplex formed between said oligonucleotide probe and a 

variable region present in nucleic acid of each of said two or more target species has a higher Tm 

than a duplex formed between said oligonucleotide probe and said variable region present in nucleic 

acid of said at least one non-target species, wherein said variable region is present in an rRNA 

sequence, or a DNA sequence encoding for said rRNA sequence, in a location corresponding to a 

target region consisting of or contained within: selected from the gr o up consisting of: 

bases 65-108 of E. coli 5S rRNA or the encoding DNA; 

bases 60-105 of £. coli 16S rRNA or the encoding DNA; 

bases 120-150 of E. coli 16S rRNA or the encoding DNA; 

bases 170-230 of E. coli 16S rRNA or the encoding DNA; 

bases 405-490 of E. coli 16S rRNA or the encoding DNA; 

bases 600-675 of E. coli 16S rRNA or the encoding DNA; 

bases 705-735 of E. coli 16S rRNA or the encoding DNA; 

bases 820-870 of E, coli 16S rRNA or the encoding DNA; 

bases 975-1060 of £ coli 16S rRNA or the encoding DNA; 

bases 1 125-1 155 of E. coli 16S rRNA or the encoding DNA; 

bases 270-405 of £. coli 23S rRNA or the encoding DNA; 

bases 535-575 of E. coli 23S rRNA or the encoding DNA; 

bases 1 150-1200 of E. coli 23S rRNA or the encoding DNA; 

bases 1440-1000 1440-1620 of E. coli 23S rRNA or the encoding DNA; 

bases 1710-1750 of E. coli 23S rRNA or the encoding DNA; and or 

bases 2190-2330 of E. coli 23S rRNA or the encoding DNA A 

provided that if said target region is in a location corresponding to bases 975-1060 
of E. coli 16S rRNAr or the encoding DNA, then said first genus is either Campylobacter, 
Legionella, or Mycobacterium; and 
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b) determining whether a nucleic acid complex comprising said oligonucleotide 
probe has formed under conditions of high stringency as an indication that at least one member of 
said one or more target species is present in said sample, wherein said oligonucleotide probe does 
not form a detectable duplex with nucleic acid of said at least one non-target species under said 
conditions. 

492. (Currently Amended) The method of any one of claims 486-49 1 , wherein said 
target region is in a location corresponding to cither bases 65-108 of & coli 5S rRNA or the 
encoding DN A, 

493. (Previously Presented) The method of claim 492, wherein said target region 
is in a location corresponding to bases 65-108 of E. coli 5S rRNA. 

494. (Currently Amended) The method of any one of claims 486-49 1 , wherein said 
target region is in a location corresponding to e ithe r bases 60-100 of E. coli 16S rRNA or the 
encoding DNA. 

495. (Previously Presented) The method of claim 494, wherein said target region 
is in a location corresponding to bases 60-100 of E. coli 16S rRNA. 

496. (Currently Amended) The method of any one of claims 486-491 , wherein said 
target region is in a location corresponding to e ith er bases 120-150 of K coli 16S rRNA or the 
encoding DNA. 

497. (Previously Presented) The method of claim 496, wherein said target region 
is in a location corresponding to bases 120-150 of E. coli 16S rRNA. 
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498. (Currently Amended) The method of any one of claims 486-491 488-491 , 
wherein said target region is in a location corresponding to eithe r bases 170-230 of £ coli 16S rRNA 
or the encoding DNA. 

499. (Previously Presented) The method of claim 498, wherein said target region 
is in a location corresponding to bases 170-230 of E. coli 16S rRNA. 

500. (Currently Amended) The method of any one of claims 48G-491 488-491 , 
wherein said target region is in a location corresponding to either bases 405-480 of £ coli 16S rRNA 
or the encoding DNA. 

SOL (Previously Presented) The method of claim 500, wherein said target region 
is in a location corresponding to bases 405-480 of E. coli 16$ rRNA. 

502. (Currently Amended) The method of any one of claims 486-49 1 , wherein said 
target region is in a location corresponding to eithe r bases 600-670 of E. coli 16S rRNA or the 
encoding DNA, 

503. (Previously Presented) The method of claim 502, wherein said target region 
is in a location corresponding to bases 600-670 of E. coli 16S rRNA. 

504. (Currently Amended) The method of any one of claims 486-491, wherein said 
target region is in a location corresponding to either bases 705-735 of E. coli 16S rRNA or the 
encoding DNA. 

505. (Previously Presented) The method of claim 504, wherein said target region 
is in a location corresponding to bases 705-735 of E, coli 16S rRNA. 
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506. (Currently Amended) The method of any one of claims 486-49 1, wherein said 
target region is in a location corresponding to either bases 820-860 of E. coli 16S rRNA or the 
encoding DNA. 

507. (Previously Presented) The method claim 506, wherein said target region is 
in a location corresponding to bases 820-860 of R coli 16S rRNA. 

508. (Currently Amended) The method of any one of claims 486=49* 486z4§2, 
wherein said target region is in a location corresponding to cither bases 980-1050 of E. coli 16S 
rRNA or the encoding DNA. 

509. (Previously Presented) The method of claim 508, wherein said target region 
is in a location corresponding to bases 980-1050 of E. coli 16S rRNA. 

510. (Currently Amended) The method of any one of claims 486-491 f wherein said 
target region is in a location corresponding to cither bases 1125-1 155 of E. coli 16S rRNA or the 
encoding DNA. 

511. (Previously Presented) The method of claim 510, wherein said target region 
is in a location corresponding to bases 1125-1155 of E. coli 16S rRNA. 

512. (Currently Amended) The method of any one of claims 486-489, wherein said 
target region is in a location corresponding to either bases 1250-1290 1255-1290 of E. coli 16S 
rRNA or the encoding DNA. 

513. (Currently Amended) The method of claim 512, wherein said target region 
is in a location corresponding to bases - 1 - 250-12 9 0 1255-1290 of £. coli 16S rRNA. 
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514. (Currently Amended) The method of any one of claims 486-491, wherein said 
target region is in a location corresponding to cither bases 270-390 of E. coli 23S rRNA or the 
encoding DNA. 

5 15. (Previously Presented) The method of claim 514, wherein said target region 
is in a location corresponding to bases 270-390 of E, coli 23S rRNA. 

516. (Currently Amended) The method of any one of claims 486-49 1 , wherein said 
target region is in a location corresponding to either bases 535-560 of £. coli 23S rRNA or the 
encoding DNA. 

517. (Previously Presented) The method of claim 516, wherein said target region 
is in a location corresponding to bases 535-560 of £ coli 23S rRNA. 

518. (Currently Amended) Themethodof anyoneofclaims486-491,wheremsaid 
target region is in a location corresponding to cither bases 1 150-1200 of E. coli 23S rRNA or the 
encoding DNA. 

519. (Previously Presented) The method of claim 518, wherein said target region 
is in a location corresponding to bases 1 150-1200 of £. coli 23S rRNA. 

520. (Currently Amended) The method of any one of claims 486-491, wherein $aid 
target region is in a location corresponding to either bases 1440-1600 of E. coli 23S rRNA or the 
encoding DNA. 

521. (Previously Presented) The method of claim 520, wherein said target region 
is in a location corresponding to bases 1440-1600 of E. coli 23S rRNA. 
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522. (Currently Amended) The method of any one of claims 486-491 , wherein said 
target region is in a location corresponding to either bases 1710-1750 of E. coli 23S rRNA or the 
encoding DNA. 

523. (Previously Presented) The method of claim 522, wherein said target region 
is in a location corresponding to bases 1710-1750 of E. coli 23S rRNA. 

524. (Currently Amended) The method of any one of claims 486-491 , wherein said 
target region is in a location corresponding to either bases 2190-2330 of E, coli 23 S rRNA or the 
encoding DNA. 

525. (Previously Presented) The method of claim 524, wherein said target region 
is in a location corresponding to bases 2190-2330 of £. coli 23S rRNA. 

526. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in alocation corresponding to either bases 65-108 of £ coli 5S rRNA or the encodingDNA 
and said genus is Mycoplasma. 

527 . (Previously Presented) The method of claim 526, wherein said target region 
is in a location coiresponding to bases 65-108 of E. coli 5S rRNA. 

528. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to either bases 60-105 of E. coli 16S rRNA or the encoding 
DNA and said genus is Chlamydia. 

529. (Previously Presented) The method of claim 528, wherein said target region 
is in a location corresponding to bases 60-105 of E. coli 16$ rRNA. 

Page 14 of 33 



PAGE 15/41 * RCVD AT 9/1/2005 11:03:17 PM [Eastern Daylight rime] ' 8VR:U8PTOCFXRF«4 ' DNISOTOO ' CSID:+18584108928 * DURATION (mn>ss):1042 



SEP-01-2005 07:53PM FROM-Gen-Proba Incorporated - Patent Dept. 



+1 858 410 8928 



T-721 P. 016/041 F-004 



AMENDMENT Serial No. 08/454,529 

Atty, Docket No. GP004-16.DV4 

530. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to either bases 120-150 of & coli 16S rRNA or the encoding 
DNA and said genus is Neisseria, 

531. ' (Previously Presented) The method of claim 530, wherein said target region 
is in a location corresponding to bases 120-150 of E. coli 16S rRNA. 

532. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location coiresponding either bases 170-230 of E. coli 16S rRNA or the encodingDNA 
and said genus is either Mycobacterium, Chlamydia, or Mycoplasma, 

533. (Currently Amended) The method of claim 532, wherein said genus is 
Mycobacterium a n d said target region is in a location corresponding to eithe r bases 185-225 of E. 
coli 16S rRNA or the encoding DNA and said genus is Mycobacterium . 

534. (Previously Presented) The method of claim 533, wherein said target region 
is in a location corresponding to bases 185-225 of E. coli 16$ rRNA. 

535. (Currently Amended) The method of claim 532, wherein said genus is 
Chlamydia and said target region is in a location corresponding to either bases 175-210 of E. coli 
16S rRNA or the encoding DNA and said genus is Chlamydia . 

536. (Previously Presented) The method of claim 535, wherein said target region 
is in a location corresponding to bases 175-210 of E. coli 16S rRNA. 
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537. (Currently Amended) The method of claim 532, wherein said gums is 
MycupluMiui and said target region is in a location corresponding to either bases 190-230 of E* coli 
16S rRNA or the encoding DNA and said genus is Mycoplasma . 

538 . (Previously Presented) The method of claim 537, wherein said target region 
is in a location corresponding to bases 190-230 of E. coli 16S rRNA. 

539. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to cither bases 405-490 450-49Q of E. coli 16S rRNA or the 
encoding DNA and said genus is either Mycoplasma or Neisseria. 

540. (Currently Amended) The method of claim 539, wherein said target region 
is in a location corresponding to bases 405*490 450-490 of E. coli 16S rRNA. 

54 L (Currently Amended) The method of claim 539, wherein s aid genus is 
MyLvplusmu and said target region is in a location corresponding to either bases 450-490 of R coli 
16S rRNA or the encoding DNA and said genus is Mycoplasma . 

542. (Previously Presented) The method of claim 54 1 , wherein said target region 
is in a location corresponding to bases 45(M90 of E. coli 16S rRNA. 

543. (Currently Amended) The method of claim 539, wherein said genus is 
Nuissefia tatd said target region is in a location corresponding to eithe r bases 455-485 of E. coli 16S 
rRNA or the encoding DNA and said genus is Neisseria . 

544. (Previously Presented) The method of claim 543, wherein said target region 
is in a location corresponding to bases 455-485 off. coli 16S rRNA. 
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545. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to either bases 600-635 of E. coli 16S rRNA or the encoding 
DNA and said genus is Chlamydia. 

546- (Previously Presented) The method of claim 545, wherein said target region 
is in a location corresponding to bases 600-635 of E. coli 16S rRNA. 

547. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to either bases 820-870 Of E. coli 16S rRNA or the encoding 
DNA and said genus is either Chlamydia, Mycoplasma, or Streptococcus. 

548. (Previously Presented) The method of claim 547, wherein said target region 
is in a location corresponding to bases 820-870 of E. coli 16S rRNA. 

549. (Currently Amended) The method of claim 547 7 wherein said genu* i& 
Cldamydia and said target region is in a location corresponding to cither bases 830-870 of E. coli 
16S rRNA or the encoding DNA and said genus is Chlamydia . 

550. (Previously Presented) The method of claim 549, wherein said target region 
is in a location corresponding to bases 830-870 of E. coli 16S rRNA. 

551. (Currently Amended) The method of claim 547, wherein said genus is 
Mycoplasma and said target region is in a location corresponding to c ither bases 820-860 of E coli 
16S rRNA or the encoding DNA and said genus is Mycoplasma . 

552. (Previously Presented) The method of claim 55 1 , wherein said target region 
is in a location corresponding to bases 820-860 of E. coli 16S rRNA. 
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553. (Currently Amended) The method of claim 547, wherein j>aid guiim, is 
StiuptULVLCusiind said target region is in a location corresponding to e ither bases 825-860 of E. coli 
16S rRNA or the encoding DNA and said genus is Streptococcus . 

554. (Previously Presented) The method of claim 553, wherein said target region 
is in a location corresponding to bases 825-860 of E. coli 16S rRNA. 

555. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to either bases 9 80-1050 980-1030 of E. coli 16S rRNA or the 
encoding DNA and said genus is either Escherichia or Neisseria. 

556. (Currently Amended) The method of claim 555, wherein said target region 
is in a location corresponding to bases 980- 10 JO 980-1030 of £. coli 16S rRNA, 

557. (Currently Amended) The method of claim 555, wherein said genus is 
E&dm Llua md said target region is in a location corresponding to e i t h e r bases 995-1030 of £ coli 
16S rRNA or the encoding DNA and said genus is Escherichia . 

558. (Previously Presented) The method of claim 557, wherein said target region 
is in a location corresponding to bases 995-1030 of E. coli 16S rRNA. 

559. (Currently Amended) The method of claim 555, wherein said genus is 
NtUser ia and said target region is in a location corresponding to cither bases 980- 1 015 of E, coli 1 6S 
rRNA or the encoding DNA and said genus is Neisseria . 

560. (Previously Presented) The method of claim 559, wherein said target region 
is in a location corresponding to bases 980-1015 of E. coli 16$ rRNA. 
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561. Canceled 

562. Canceled 

563. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to cither bases 270-405 of E. coli 23S rRNA or the encoding 
DNA and said genus is cither Chlamydia, Proteus, Pseudomonas, or Enterobacter. 

564. (Previously Presented) The method of claim 563, wherein said target region 
is in a location corresponding to bases 270-405 of £ coli 23S rRNA. 

565. (Currently Amended) The method of claim 563, wherein said genu s4s 
Chlamydia and said target region is in a location corresponding to eit her bases 275-320 of £ coli 
23S rRNA or the encoding DNA and said genus is Chlamydia . 

566. (Previously Presented) The method of claim 565, wherein said target region 
is in a location corresponding to bases 275-320 of £ coli 23S rRNA. 

567. (Currently Amended) The method of claim 563, wherein &aid genus is 
Chlamydia and said target region is in a location corresponding to either bases 330-365 of E. coli 
23 S rRNA or the encoding DNA and said genus is Chlamydia, 

568. (Previously Presented) The method of claim 567, wherein said target region 
is in a location corresponding to bases 330-365 of £ coli 23 S rRNA. 
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569. (Currently Amended) The method of claim 563, wherein sa tt dr genus h 
riuteus and said target region is in a location corresponding to either bases 270-305 of £ coli 23S 
rRNA or the encoding DNA and said genus is Proteus . 

570- (Previously Presented) The method of claim 569, wherein said target region 
is in a location corresponding to bases 270-305 of K coli 23S rRNA. 

571. (Currently Amended) The method of claim 563, wherein said genus is 
Pstiudomumu and said target region is in a location corresponding to either bases 365-405 of E. coli 
23S rRNA or the encoding DNA and said genus is Pseudomonas. 

572. (Previously Presented) The method of claim 57 1 , wherein said target region 
is in a location corresponding to bases 365-405 ofE, coli 23S rRNA, 

573. (Currently Amended) The method of claim 563, wherein said genus is 
Elite fubucter and said target region is in a location corresponding to eithe r bases 305-340 of E. coli 
23S rRNA or the encoding DNA and said genus is Enterobacter . 

574. (Previously Presented) The method of claim 573, wherein said target region 
is in a location corresponding to bases 305-340 of E. coli 23S rRNA. 

575. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to cither bases 540-575 of £ coli 23S rRNA or the encoding 
DNA and said genus is Mycobacterium. 

576. (Previously Presented) The method of claim 575, wherein said target region 
is in a location corresponding to bases 540-575 of K coli 23S rRNA. 
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577. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to either bases 1150-1200 1155-1190 of R coli 23S rRNA or 
the encoding DNA and said genus is either Mycobacterium or Chlamydia. 

578. (Currently Amended) The method of claim 577, wherein said target region 
is in a location corresponding to bases - U50-1200 1155-1190 of E. coli 23S rRNA. 

579. (Currently Amended) The method of claim 578, wherein s aid g e nus is 
Mywbuaenum and said target region is in a location corresponding to c ither bases 1155-1 190 of 
E. coli 23S rRNA or the encoding DNA and said genus is Mycobacterium . 

580. (Previously Presented) The method of claim 579, wherein said target region 
is in a location corresponding to bases 1155-1 190 of R coli 23S rRNA. 

581. (Currently Amended) The method of claim 577, wherein said genus -is 
Chlatnydia and said target region is in a location corresponding to either bases 1160-1 190 of R coli 
23S rRNA or the encoding DNA and said genus is Chlamydia. 

582. (Previously Presented) The method of claim 581, wherein said target region 
is in a location corresponding to bases 1160-1190 of R coli 23S rRNA. 

583. (Canceled) 

584. (Canceled) 

585. (Currently Amended) The method of claim 583 488 or 489, wherein said 
target region is in a location corresponding to cithe r bases 1450-1490 of R coli 23S rRNA or the 
encoding DNA and said genus is Chlamydia . 
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586. (Previously Presented) The method of claim 585, wherein said target region 
is in a location corresponding to bases 1450-1490 of E. coli 23S rRNA. 

587. (Currently Amended) The method of claim 563 488 or 489 , wherein said 
target region is in a location corresponding to either bases 1510-1545 of E. coli 23S rRNA or the 
encoding DNA and said genus is Chlamydia . 

588. (Previously Presented) The method of claim 587, wherein said target region 
is in a location corresponding to bases 1510-1545 of E. coli 23S rRNA. 

589. (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to either bases 1710-1750 of E. coli 23S rRNA or the encoding 
DNA and said genus is Chlamydia. 

590. (Previously Presented) The method of claim 589, wherein said target region 
is in a location corresponding to bases 1710-1750 of £. coli 23S rRNA. 

591 . (Currently Amended) The method of claim 488 or 489, wherein said target 
region is in a location corresponding to other bases 2 1 95-2235 of E. coli 23 S rRNA or the encoding 
DNA and said genus is Mycobacterium. 

592. (Previously Presented) The method of claim 59 1 , wherein said target region 
is in a location corresponding to bases 2195-2235 of & coli 23S rRNA. 

593. (Canceled) 

594. (Canceled) 
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595. (Currently Amended) The method of claim 595 490 or 491 . wherein said 
target region is in a location corresponding to c ithe r bases 405-428 of E. coli 16S rRNA or the 
encoding DNA and said first genus is Campylobacter . 

596. (Previously Presented) The method of claim 595, wherein said target region 
is in a location corresponding to bases 405-428 of E coli 16S rRNA. 

597. (Currently Amended) The method of claim 59* 490 or49L wherein said 
target region is in a location corresponding to either bases 440-470 of E coli 16S rRNA or the 
encoding DNA and said first penus is Campylobacter . 

598. (Previously Presented) The method of claim 597, wherein said target region 
is in a location corresponding to bases 440-470 of R coli 16S rRNA. 

599- (Currently Amended) The method of claim 490 or 491, wherein said target 
region is in a location corresponding to either bases 630-675 of E. coli 16S rRNA or the encoding 
DNA and said first genus is Legionella. 

600. (Previously Presented) The method of claim 599* wherein said target region 
is in a location corresponding to bases 630-675 of & coli 16S rRNA. 

601. (Currently Amended) The method of claim 490 or 491, wherein said target 
region is in a location corresponding to cither bases 705-735 of E coli 16S rRNA or the encoding 
DNA and said first genus is Campylobacter. 

602. (Previously Presented) The method of claim 601, wherein said target region 
is in a location corresponding to bases 705-735 of E. coli 16S rRNA. 
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603. (Currently Amended) The method of claim 490 or 491, wherein said target 
region is in a location corresponding to either bases 975-1060 of £ coli 16S rRNA or the encoding 
DNA, 

604. (Previously Presented) The method of claim 603* wherein said target region 
is in a location corresponding to bases 975-1060 of £ coli 16S rRNA. 

605. (Currently Amended) The method of claim 603, wherein &aid first « cnus U 
Campylobacter and said target region is in a location corresponding to either bases 980-1010 of £ 
coli 16S rRNA or the encoding DNA and said first genus is Campylobacter , 

606. (Previously Presented) The method of claim 605, wherein said target region 
is in a location corresponding to bases 980-1010 of £ coli 16S rRNA. 

607. (Currently Amended) The method of claim 603, wherein said fi r st gc ires-fe 
Legionella and said target region is in a location corresponding to cither bases 975-1020 of £ coli 
16S rRNA or the encoding DNA and said first genus is Legionella . 

608. (Previously Presented) The method of claim 607, wherein said target region 
is in a location corresponding to bases 975-1020 of £ coli 16S rRNA. 

609. (Currently Amended) The method of claim 603, wherein &«ud first genus is 
Mycobacterium and said target region is in a location corresponding to either bases 1025-1060 of 
£ coli 16S rRNA or the encoding DNA and said first genus is Mycobacterium. 

610. (Previously Presented) The method of claim 609, wherein said target region 
is in a location corresponding to bases 1025-1060 of £ coli 16S rRNA. 
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611. (Currently Amended) The method of claim 490 or 491, wherein said target 
region is in a location corresponding to cither bases 1 125-1 155 of E, coli 16S rRNA or the encoding 
DNA and said first genus is Salmonella. 

612. (Previously Presented) The method of claim 611, wherein said target region 
is in a location corresponding to bases 1125-1155 of E. coli 16$ rRNA. 

613. (Currently Amended) The method of claim 490 or 491, wherein said target 
region is in a location corresponding to either bases - 270-3 9 5 335-395 of E. coli 23S rRNA or the 
encoding DNA and said first genus is either Legionella or Salmonella. 

614. (Currently Amended) The method of claim 613, wherein said target region 
is in a location corresponding to bases 270095 335-395 of E. coli 23S rRNA, 

615. (Currently Amended) The method of claim 613, wherein &aid first genus is 
fcegfwtgffaai t d said target region is in a location corresponding to cither bases 350-395 of E. coli 23S 
rRNA or the encoding DNA and said first genus is Legionella . 

616. (Previously Presented) The method of claim 615, wherein said target region 
is in a location corresponding to bases 350-395 of E. coli 23S rRNA. 

617. (Currently Amended) The method of claim 613, wherein &aid first genus is 
Salmonella ai t d said target region is in a location corresponding to cither bases 335-375 of E. coli 
23S rRNA or the encoding DNA and said first genus is Salmonella. 

618. (Previously Presented) The method of claim 617, wherein said target region 
is in a location corresponding to bases 335-375 of E. coli 23S rRNA. 
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619. (Canceled) 



620. (Canceled) 



621. (Currently Amended) The method of claim 626 490 or 49 1, wherein said fust 
gums li> Legionella and said target region is in a location corresponding to cither bases 1585-1620 
of E. coli 23S rRNA or the encoding DNA and said firs t genus is Legionella. 

622. (Previously Presented) The method of claim 621, wherein said target region 
is in a location corresponding to bases 1585-1620 of £. coli 23S rRNA. 

623. (Currently Amended) The method ofclaim6i94§0or491, wherein sat*&rst 
ge nus is Mycobacterium and said target region is in a location corresponding to either bases 
1440-1475 of coli 23S rRNA or the encoding DNA and said first penus is Mycobacterium. 

624. (Previously Presented) The method of claim 623, wherein said target region 
is in a location corresponding to bases 1440-1475 of EL coli 23S rRNA. 

625. (Currently Amended) The method of claim 6i9 490 or 491, wherein said first 
is Mycobacterium and said target region is in a location corresponding to either bases 



genus 



1515-1555 of EL coli 23S rRNA or the encoding DNA and said first genus is Mycobacterium. 



626. (Previously Presented) The method of claim 625, wherein.said target region 
is in a location corresponding to bases 1515-1555 of £ coli 23S rRNA. 

627. (Currently Amended) The method of claim 6*9 490 or 49 . 1 , wherein wid first 
g e uus is Mycobuuvium and said target region is in a location corresponding to either bases 
1570-1610 of E. coli 23S rRNA or the encoding DNA and said first genus is Mycoba cterium. 
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628. (Previously Presented) The method of claim 627, wherein said target region 
is in a location corresponding to bases 1570-1610 of E. coli 23S rRNA. 

629. (Currently Amended) The method of claim 490 or 491, wherein said target 
region is in a location corresponding to either bases 2280-2330 of E. coli 23S rRNA or the encoding 
DNA and said first genus is Legionella, 

630. (Previously Presented) The method of claim 629, wherein said target region 
is in a location corresponding to bases 2280-2330 of £. coli 23S rRNA. 
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